AFLP

Amplified Fragment Length Polymorphism

Genome-wide survey (many loci)

Does not require primer development

Dominant data

Utilize to evaluate subspecies and population relationships
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AFLP data
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What binary data look like
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Analyzing AFLP data — do most of the

same things as you would with codominant data, but with
fewer software options

1. Visualize data in 3D space (ordination, PCA)

2. Calculate basic statistics (Percent poly. Loci,
Na, Fst, He, etc.)

3. Make dendrograms and bootstrap tree
4. ldentify groups (structure)

5. Define statistical support for groupings
(AMOVA,; e.g. Arlequin)

6. Assign individuals, mixture, admixture analysis
(structure, AFLPop, BAPS, other)

GettingitheXdataynlile™



Recent programs allow easy data file composition

, and conversion
al
Q A :

Transformer-3 AFLPdat
(pc only) (R)
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*pboth use the codominant version of STRUCTURE;
a new dominant-adapted version of STRUCTURE
(2.2) will be available soon




AFLP ordination examples —
.explore relationships in a data set
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AFLP — detecting clusters and hybrids:
CA golden vs. rainbow traut
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Using Transformer-3 to make Data
Files

« Make an NTSys-pc data file:
— Open file “T3_Datainputforclass.xls” — enable macros!
— Select “Transformer” from the menu tabs
— Select “Configure Data”
— Select the “Dominant” radio button

— Select “NTSys-pc” from the “Choose file” pull-down
options
— Select “Create File” and name it T3_TEST

« Make a GDA file called T3 GDA using the same
method (we will be using this file)



Make a PCA plot

e See handout instructions on how to use
NTSys to make a plot using dominant data
set “NTSYSclass.xls”



Creating Trees in GDA

How to use GDA to make a tree and display In
TreeView:

File — Open (your GDA file you just made)

“Dist” — “Options” — pull down all of the menus to
examine your options, but use the defaults and
select “Estimate”

“Dist” — “Invoke TreeView” — this should pull up
your tree in a more user-friendly format

You can bootstrap trees in other programs like
Phylip, PAUP*, and TFPGA (TFPGA does
UPGMA trees only)




	AFLP
	AFLP data
	What binary data look like
	Analyzing AFLP data – do most of the same things as you would with codominant data, but with fewer software options
	AFLP ordination examples – explore relationships in a data set
	AFLP – detecting clusters and hybrids: CA golden vs. rainbow trout
	Using Transformer-3 to make Data Files
	Make a PCA plot
	Creating Trees in GDA

